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#19 Search 35C1 antibody 

#17 Search (breast-tumor-amplified kinase) and 
(monoclonal or Ig or antibody) 

#16 Search (harkl) and (monoclonal or Ig or antibody) 

#15 Search (aurora-related kinase 1) and (monoclonal or 
Ig or antibody) 

#14 Search (aurora/ipll-related kinase 1) and 
(monoclonal or Ig or antibody) 

#12 Search (serine/threonine kinase 15) and (monoclonal 
or Ig or antibody) 

#10 Search (serine/threonine kinase 15) or (aurora/ipll- 
related kinase 1) or (aurora-related kinase 1) or 
(harkl) or (breast-tumor-amplified kinase) and 
monoclonal 

#9 Search (serine/threonine kinase 15) or (aurora/ipll- 
related kinase 1) or (aurora-related kinase 1) or 
(harkl) or (breast-tumor-amplified kinase) 

#8 Search #7 and monoclonal 

#7 Search aurora-A 

#6 Search TACI-Ig and non-hodgkin's 

#5 Search TACI-Fc and non-hodgkin's 

#3 Search TACI-Fc and lymphoma 

#1 Search TACI-Ig or TACI-Fc and non-hodgkin's 



Time 


Result 


15-33-42 


1 


15:31:56 


45 


1 J .J\J . 1 o 


0 
w 




o 

y 


15:28:48 


4 


15:27:33 


29 


15:22:51 


16 


15:22:38 


898 


15:19:40 


5 


15:13:11 


369 


09:01:20 


0 


09:01:13 


0 


08:59:04 


2 


08:56:32 


10 



[ Clear History 



Write to the Help. Desk 
NCBI 1 NLM | NIH 
Depart me nt o f H eal th & Human Services 
Privacy Statement | Freedom of Information Act | Disclaimer 



http://www.ncbi.nlm.nih.gov/sites/entrez 



9/10/2007 



PDBsum entry: lol5 



Page 1 of 3 



This is G o o g I e's cache of http://www.ebi.ac.uk/thornton-srv/databases/cgi-bin/pclbsum/GetPage.pl? 

pdbcode=1ol5 as retrieved on Aug 20, 2007 14:23:36 GMT. 

G o o g I e's cache is the snapshot that we took of the page as we crawled the web. 

The page may have changed since that time. Click here for the current page without highlighting. 

This cached page may reference images which are no longer available. Click here for the cached text only. 

To link to or bookmark this page, use the following url: http://www.googie.com/search? 

q=cache : dpdyHouwH6YJ : www.ebi .ac . uk/thornton-srv/databases/cgi-bin/pdbsum/GetPage . pl%3Fpdbcode% 
3Dlol5+aurora-A+and+synonym&hl=en&ct=clnk&cd=4&gl=us 

Google is neither affiliated with the authors of this page nor responsible for its content 




All Databases 



Enter Text Here 





Biological unit = asymmetric unit, 
as shown 
(as defined in PDB file) 

m ™ m 



Contents 



mam 



Description 
Header details 

Header records 
References 
PROCHECK 
Protein chains 
ffi 266 a.a. * 

(p 30 a.a. * 
Ligands 



Go to PDB code: |7< 

f Top page ^ ® Protein ® Ligands ® Prot-prot ® aef 
Complex(kinase/cell division protein) 

PDB id: 1ol5 
Name: Complex(kinase/cell division protein) 
Title: Structure of aurora-a 122-403, phosphorylated on thr287, a/i^/xx- 
thr288 and bound to tpx2 1 -43 ^ ^ 

Structure: Serine/threonine kinase 6. Synonym: aurora-a, 

serine/threonine kinase 15, aurora/ipM -related kinase 1, 
aurora-related kinase 1 , harkl , breast-tumor-amplified 
kinase. Chain: a. Fragment: catalytic domain residues 122 
403. Engineered: yes. Other_details: phosphorylated on 
thr287, thr288. Restricted expression proliferation 
associated 

Source: Homo sapiens. Human. Expressed in: escherichia coli. 
Biological unit: Dimer (from PDB file) 

UniProt: Chain A: QJ4S65 (STK6,HUMAN)^(^ f Pfam ) 

Seq: 

^j^^Mth^ifrJm 

Struc: 4 M 

Seq: rmmmtmmmmm , — mmmmmmmmt — mmmmm 403 a 

iiir-f-vqpim«^^ — 

Struc: ¥ 266 a 

Chain B: Q9ULWQ (TPX2_HUMAN)^^ [Pfam] 

Seq: „ , , 

Struc: 

Seq: 

Struc: 

Seq: 747 1 

gg£ZZSSSZ5— n 1 1 — — 

Struc: 30 a. 
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* PDB and UniProt seqs differ at 2 residue positions (black crosses) 

Enzyme class: Chain A: E.C.2.7.1.37 [IntEnz] [ExPAS v] [KEGG] 
[BRENDA 1 

Reaction: ATP + a protein = ADP + a phosphoprotein (see dia gram 
below ) 

Function: (see GO annotation below) 
Resolution: 2.50A 
R-factor: 0.194 
R-free: 0.252 
Authors: R.Bayliss.E.Conti 

Key ref: R.Bayliss et al. (2003). Structural basis of Aurora-A 

activation by TPX2 at the mitotic spindle.. Mol Cell, 12, 85 
862. (PubMed id: 14580A37] [DOI: 10JJ)±6/$A0JSLZr2765(0 

Q£L3_92^] • 

Date: 06-Aug-03 

Release date: 30-Oct-03 

Related entries: 1muo crystal structure of aurora-2, an oncogenic serine- 
threonine kinase 

1ol6 structure of unphosphorylated d274n mutant of auroi 
a 

1oJ7 structure of human aurora-a 122-403 phosphorylate( 
on thr287, thr288 



Gene Ontology (GO) functional annotation 



protein amino acid phosphorylation 1 term(s) 
protein kinase activity 3 term(s) 

For full annotation, click on icon 



Biological process 
Biochemical function 



Enzyme reaction for E.C.2.7.1.37 
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Molecule diagrams generated from .mol files obtained from the KEGG ft p site . 




DOI no: 10.1016/S1097-27JS5(03)00392-J 
PubMed id: 14580337 



Key rel 

Mol Ce//12:8£ 



Structural basis of Aurora-A activation by TPX2 at the mitotic spindle 

R.Bayliss, T.Sardon, I.Vernos, E.Conti. 
ABSTRACT 



Aurora-A is an oncogenic kinase essential for mitotic spindle assembly. It is activated by phosphorylation and by the 
microtubule-associated protein TPX2, which also localizes the kinase to spindle microtubules. We have uncovered the 
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^phosphorylation. In the absence of TPX2, the Aurora-A activation segment is in an inactive conformation, \ 
phosphothreonine exposed and accessible for deactivation. Binding of TPX2 triggers no global conformational changes 
kinase but pulls on the activation segment, swinging the phosphothreonine into a buried position and locking the active 
conformation. The recognition between Aurora-A and TPX2 resembles that between the cAPK catalytic core and its flan 
regions, suggesting this molecular mechanism may be a recurring theme in kinase regulation. 



Selected figure(s) 




Figure 3. 

Figure 3. Structure of Aurora-A Bound to TPX2(A) View of the complex 
between the catalytic domain of human Aurora (Aurora AN, yellow) and 
the N-terminal domain of TPX2 shown in typical kinase orientation. An 
upstream stretch of TPX2 (red) binds at the N-terminal lobe of Aurora- 
A, and a downstream stretch (pink) binds between the two lobes. A 
dotted line in pink marks the approximate path of the linker connecting 
the two TPX2 stretches (disordered and not modeled).(B) View of the 
complex after a 180' rotation about the vertical axis in respect to view 
in (A) shows more clearly the two stretches of TPX2 binding to Aurora- 
A.(C) The upstream stretch of TPX2 (red, residues 7-21 A TPX) binds at 
a hydrophobic surface groove present in the N-terminal lobe of the 
kinase (gray cartoon, yellow side chains). Details of the extensive 
interactions are shown in the same orientation as in (B). Aurora-A 
residues are labeled in black, and TPX2 residue labels are color coded 
as the structure. (D) The downstream helical stretch of TPX2 (pink, 
residues 30-43 A TPX) binds Aurora-A near helix aC and the activation 
segment, close to but not directly in contact with phospho-Thr288 A AUR 
(green). Details of interactions are shown in the same orientation as in 
(B) and (C). 




Figure 5. 

Figure 5. TPX2-Aurora-A Intermolecular Interactions Resemble cAF 
lnteractions(A and B) Transparent surfaces representing the conser 
cores of (A) Aurora-A and (B) cAPK show similar surface grooves ir 
lobe (between helix aC and the p sheet, gray cartoon) and a similar 
the two lobes (formed by the activation segment and helix aC, gray 
portions of TPX2 binding to Aurora-A are shown in red and pink (A), 
C-terminal extensions to the cAPK catalytic core are shown in light I 
D) Schematic diagram of the intermolecular interactions between Ai 
TPX2 (pink and red) and of the cAPK intramolecular interactions (lig 
that their mode of recognition at the atomic level is rather similar. Tr 
interactions of Tyr8 A TPX, TyrWTPX, Trp34 A TPX, and Phe35 A TPX 
recapitulated by Phe347 A cAPK, Phe350 A cAPK, Trp30 A cAPK, and F 



The above figures are reprinted by permission from Cell Press: Mol Cell (2003, 12, 851-862) copyright 2003. 
Figures were selected by an automated process. 



Terms of Use ! EBI Fundin g ! Contact EBI j © European Bioinformatics Institute 2006-2007. EBI is an Outstation of the European Mole 



http://64.233. 1 69. 104/search?q=cache:dpdyHouwH6YJ:w^ 9/10/2007 



PubMed History 



Page 1 of 1 




Al! Databases 



Search I PubMed 



Pubteed 



A service of the National Library of Medicine 
and the National Institutes of Health 



PubMed 



Nucleotide 



.pubmed.gov 

Protein Genome Structure OMIM PMC Journals 



My NCBI 

ISjgnJn] [Regis* 



About Entrez 
Text Version 

Entrez PubMed 
Overview 
Help | FAQ 
Tutorials 

New/Noteworthy S3 
E-Utilities 

PubMed Services 
Journals Database 
MeSH Database 
Single Citation 
Matcher 
Batch Citation 
Matcher 
Clinical Queries 
Special Queries 
LinkOut 
My NCBI 

Related Resources 
Order Documents 
NLM Mobile 
NLM Catalog 
NLM Gateway 
TOXNET 
Consumer Health 
Clinical Alerts 
ClinicalTrials.gov 
PubMed Central 



Bfor 



Preview 



Go 



Bool 

Clear 



Limits Preview/Index History Clipboard Details 

• Search History will be lost after eight hours of inactivity. 

• Search numbers may not be continuous; all searches are represented. 

• To save search indefinitely, click query # and select Save in My NCBI. 

• To combine searches use #search, e.g., #2 AND #3 or click query # for more 
options. 

Search Most Recent Queries 

#17 Search (breast-tumor-amplified kinase) and 
(monoclonal or Ig or antibody) 

#12 Search (serine/threonine kinase 15) and (monoclonal 
or Ig or antibody) 

#14 Search (aurora/ipll-related kinase 1) and 
(monoclonal or Ig or antibody) 

#19 Search 35C1 antibody 

#16 Search (harkl) and (monoclonal or Ig or antibody) 

#15 Search (aurora-related kinase 1) and (monoclonal or 
Ig or antibody) 

#10 Search (serine/threonine kinase 15) or (aurora/ipll- 
related kinase 1) or (aurora-related kinase 1) or 
(harkl) or (breast-tumor-amplified kinase) and 
monoclonal 

#9 Search (serine/threonine kinase 15) or (aurora/ipll- 
related kinase 1) or (aurora-related kinase 1) or 
(harkl) or (breast-tumor-amplified kinase) 

#8 Search #7 and monoclonal 

#7 Search aurora-A 

#6 Search TACI-Ig and non-hodgkin's 

#5 Search TACI-Fc and non-hodgkin f s 

#3 Search TACI-Fc and lymphoma 

#1 Search TACI-Ig or TACI-Fc and non-hodgkin's 



Time 


Result 


15:53:53 


45 


15:49:41 


29 


15:42:18 


4 


15:33:42 


1 


15:30:18 


0 


15:29:53 


0 


15:22:51 


16 


15:22:38 


898 



15:19:40 
15:13:11 
09:01:20 
09:01:13 
08:59:04 
08:56:32 



5 

369 
0 
0 
2 

10 



| Clear History 



Write to the Help Desk 
NCBI | NLM I NIH 
De partment of Health & Human Services 
Privacy Statement | Freedom of Information Act | Disclaimer 



http://www.ncbi.nlm.nih.gov/sites/entrez 



9/10/2007 



Search History Transcript 



Page 1 of 1 



WEST Search History 

Hidejtemsiv [ Restore | [■ Clear | [ Cancel 



DATE: Monday, September 10, 2007 

„. . , Set „ Hit 
Hide? ^ Querj: Count 

DB=PGPB, USPT, USOC,EPAB,JPAB,DWPI; PLUR=YES; OP=ADJ 

□ L5 L3 and aurora-A kinase 0 

□ L4 L3 and aurora-A 1 

□ L3 L2 and (monoclonal or Ig or antibody.) 38 

|-j ^2 (serine/threonine kinase 15) or (aurora/ipll -related kinase 1) or (aurora-related ^9 
kinase 1) or (hark 1) or (breast-tumor-amplified kinase) 

DB=PGPB,USPT; PLUR=YES; OP=ADJ 

l_ (serine/threonine kinase 15) or (aurora/ipll -related kinase 1) or (aurora-related ^9 

1 * kinase 1) or (hark 1) or (breast-tumor-amplified kinase) 

END OF SEARCH HISTORY 



http://jupiter2:9000/bin/cgi-bin/srchhist.pl?state=6di520.12.6«&f^ffsearch&userid=lbristol 



9/10/2007 



